Genome Zipper (registered access) performed by MIPS plant group (K. Mayer) 

Version 4.2:
· new version of the 3D, 5D, 6D, 7D and 6BL chromosomes.
[bookmark: _GoBack]The genome zipper was rerun for these 5 chromosomes because of false syntenic genes addresses (half of the syntenic genes were not displayed in the version 4.0 of 3D, 5D, 6D, 7D and 6BL). Previous genome zipper runs were not affected by this problem.
