
Search copies of a consensus 
located in a genome region

https://urgi.versailles.inra.fr/repetdb

Amselem J, et al. RepetDB: a unified resource for 
transposable element references. Mobile DNA. 2019;10:6.



Search all the TE copies located in a genome region

Request : Search all the TE copies located in a genome region

- Get All the copies corresponding to:

Genome genus = “Malus”

Region= Chr4: 13000000..15000000

- Display the copies coordinates, the consensus classification and identifier



1

2

3



Add a constraint 
Organism genus = “Malus”

Add columns to show
genus
species



Add a constraint 
Target Chromosome =“Chr4”

Add column to show
Chromosome column



Add constraints on Chromosome target location
Target start > 13000000
Target end <15000000

Add column to show 
Target start
Target end
TE classification code
Consensus identifier
Total number of genome copies











Save the query



Query builder 
Ø view saved queries







Request : reuse the previous query and change the query name and 
coordinates
- Get All the copies corresponding to:

Genome genus = “Malus”
Region= Chr4: 10000000..13000000

- Display the copies coordinates, the consensus classification and identifier





Copy-Paste the 
previous request 
in XML format

And submit







Request : reuse the previous query
- Get All the copies corresponding to:

Genome genus = “Malus”
Region= Chr4: 10000000..13000000

- Display the genome copies coordinates, the consensus classification and 
identifier

and new columns to display
- copy identifier
- consensus fragment coordinates (One copy may be constituted by 2 or more 
fragments joined)



Query builder 
Ø view saved queries








